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<210> 1 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> First probe target 

<400> 1 

accacaagac atgcatcccg 20 

<210> 2 

<211> 22 

<212> DNA 

<213> Artifical Sequence 
<220> 

<223> Forward Primer 

<400> 2 

ccagggtttt cccagtcacg ac 22 



SEQ 1/46 



<210> 3 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer 

<400> 3 

gagcggataa caatttcaca cagg 24 

<210> 4 

<211> 24 

<212> DNA 



< 2T"3 > ^Ar t±f"rc i-a-l— Sequenee- 



<220> 

<223> Reverse probe generic linker 

<400> 4 

gagcctggct caccctaggt ccag 24 

<210> 5 

<211> 23 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Reverse probe target 

<400> 5 

cccacaccgc taaagcgctt tec 23 

<210> 6 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



SEQ 2/46 



<220> 

<223> Reverse linker oligomer 



<400> 6 

ctggacctag ggtgagccag gctc 24 

<210> 7 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse linker forward primer 



<400> 7 

ccagggtttt cccagtcacg ac 22 

<210> 8 

<211> 63 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target specific oligomer 
<4QQ> 8 



gtagcctagc tacccctagg tctagtttac cacaagacat gcatcccgtt 50 
tgtagatagg tag 63 

<210> 9 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overlap oligomer 



SEQ 3/46 



<400> 9 
gtagcctagc tacccctagg tctagctacc tatctac 



<210> 10 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal linker 

<400> 10 

Jbaaacjc,ta.aa_^crcrtac ?ctagg ctac 

<210> 11 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer 

<400> 11 
gagcggataa caatttcaca cagg 



<210> 12 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal linker 

<400> 12 
gtagcctagc tacccctagg tctag 



SEQ 4/46 



<210> 13 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward primer 

<400> 13 
ccagggtttt cccagtcacg ac 

<210> 14 

<211> 24 

^<-2-l-2-> ^DNA— - 

<213> Artificial Sequence 

<220> 

<223> Proximal linker 

( 

<400> 14 
tagacctagg ggtagctagg ctac 

<210> 15 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse primer 

<400> 15 
gagcggataa caatttcaca cagg 

<210> 16 

<211> 22 

<212> DNA 

<213> Artificial Sequence 



SEQ 5/46 



<220> 

<223> Forward primer 



<400> 16 

ccagggtttt cccagtcacg ac 22 

<210> 17 
<211> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<:2*2~3'> -Te-rmi-Ha-feGr . 



<400> 17 

tagacctagg ggtagctagg ctac 24 

<210> 18 

<211> 63 

<212> DNA 

<213> Artificial Sequence 
<220> 

< 2 2 3 > Targe t o 1 i gomer 



<400> 18 

gtagcctagc tacccctagg tctagtttac cacaagacat gcatcccgtt 50 
tgtagatagg tag 63 

<210> 19 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<2 2 3 > Overlap linker 



SEQ 6/46 



<400> 19 
gtagcctagc tacccctagg tctagctacc tatctac 



37 



<210> 20 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal subunit 

<400> 20 

ctagacctag gggtagctag gctacatacg atactagggc ataacatagg 50 
cttacca ' ' — 5J7- 



<210> 21 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal subunit 

<400> 21 



gtagcctagc t-=■r^f-<-'r»^agg rr- l Mij l -i I i ■. J^n hggr' a 1- =i =»r';:^ ^agg ■=;n 



cttacca ' 57 

<210> 22 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Label subunit 

<400> 22 

tggtaagcct atgttatgcc 20 



SEQ 7/46 



<210> 23 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Terminator 

<400> 23 
ctagacctag gggtagctag gctac 

<210> 24 

^2~ri> -3-6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> First probe subunit 

<400> 24 
ggtcctatcc ggtattagat ttctagggtt accata 

<210> 25 

• <211> 3^ 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Reverse probe subunit 

<400> 25 
gctacttagc atactttacc acaagacatg catcccgt 

<210> 26 
<211> 40 
<212> DNA 



SEQ 8/46 



<213> 



Artificial Sequence 



<220> 

<223> Forward ring subunit one 

<400> 26 
tagacctagg ggtagctagg ctactttata agtacgtagc 

<210> 27 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Forward ring subunit two 

<400> 27 
tatggtaacc ctag 

<210> 28 

<211> 40 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Reverse ring subunit one 

<400> 28 
tagacctagg ggtagctagg ctactttgct acgtacttat 

<210> 29 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



SEQ 9/46 



<220> 

<223> Reverse ring subunit two 



<400> 29 

cgtacttact agca 14 

<210> 30 
<211> 28 
<212> DNA 

<213> Artificial Sequence 

<220> 

^223> ^Reverse— ol-i-gonuG-leotide 



<400> 30 

gtatgctaag tagctgctag taagtacg 28 

<210> 31 

<211> 67 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Target specific oligomer 



<400> 31 



ggtagtagct agcacctagg caccttattt accacaagac atgcatcccg 50 
tttctagggt taccata 67 



<210> 32 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reporter linker 



SEQ 10/46 



<400> 32 
tagacctagg ggtagctagg ctactttata agtacgtagc 



40 



<210> 33 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Second linker 

<400> 33 

" t'a' t'gg taa'c c—c t ag— — 1-4- 

<210> 34 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Second reporter linker 

<400> 34 

-"ba:g' acctagg ggtagctagg ctactttgct acgtacttat ML 



<210> 35 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overlap linker 

<400> 35 

cgttacgcta acctgctatc taccact 27 



SEQ 11/46 



<210> 36 

<211> 54 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overlap oligomer 

<400> 36 

taaggtgcct aggtgctagc tactaccagt ggtagatagc aggttagcgt 50 



aacg 



54 



-<2i0> 3_7_ 



<211> 36 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Upstream target subunit region 

<400> 37 

ggtcctatcc ggtattagat ttctagggtt accata 36 



<21Q> 38_ 



<211> 38 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Downstream target subunit 

<400> 38 

gctacttagc atactttacc acaagacatg catcccgt 38 

<210> 39 
<211> 40 



SEQ 12/46 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Forward ring subunit A 

<400> 39 
tagacctagg ggtagctagg ctactttata agtacgtagc 

<210> 40 
<211> 14 
<212> DNA 
<~2'l-3-> -A-r-ti£icial_SeqLienc^e_ 

<220> 

<223> Forward subunit B 

<400> 40 
tatggtaacc ctag 

<210> 41 
<211> 40 
<212> DNA 
<213> Airti f 1 cial Secnaence 

<220> 

<223> Reverse ring subunit A 

<400> 41 
tagacctagg ggtagctagg ctactttgct acgtacttat 

<210> 42 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



SEQ 13/46 



<220> 

<223> Reverse subunit B 

<400> 42 
eg tact tact agca 

<210> 43 
<211> 28 
<212> DNA 

<213> Artificial Sequence 

<220> 

<22"3*> ^Reverse— 0-1-i-gonuGleo-tide 

<400> 43 
gtatgctaag tagctgctag taagtacg 

<210> 44 
<211> 38 
<212> DNA 

<213> Artificial Sequence 

<220> 

■ <:223> nr^T.TTn r-^^Tf=^^m ^ r-gg>h subuni t 

<400> 44 
acgggatgca tgtcttgtgg ttttctaggg ttaccata 

<210> 45 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Upstream target subunit 



SEQ 14/46 



<4C0> 45 
gctacttagc atacttttct aataccggat aggacc 



36 



<210> 46 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward ring subunit A 

<400> 46 

"gataccgtag ctacgc'g ta'c" tac g 1 1 taf a— ag tac g tagc 4-0 

<210> 47 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

•<223> Forward subunit B 

<400> 47 

tatggtaai^tj cLay ■ 3=4- 



<210> 48 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse ring subunit A 

<400> 48 

gataccgtag ctacgcgtac tacgtttgct acgtacttat 40 



SEQ 15/46 



<.'^.10> 49 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse ring subunit B 

<400> 49 
cgtacttact agca 

<210> 50 

<-2-l-l> 2.8 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Reversing oligonucleotides 

<400> 50 
gtatgctaag tagctgctag taagtacg 

<210> 51 

<21 ■':■> 2n ^ 

<2j.2> DNA 

<213> Artificial Sequence 
<220> 

<223> First probe oligomer 

<400> 51 
accacaagac atgcatcccg 

<210> 52 
<211> 22 
<212> DNA 



SEQ 16/46 



Ar t i f i c ial Seqiaenc e 



<220> 



<223> 


Forward primer 




<400> 


52 




ccagggtttt 


cccagtcacg ac 


22 


^ ^- X u 






<211> 


24 




<212> 


DNA 




<213> 


Artificial Sequence 




<220> 






<223> 


Reverse primer 




<40C> 


53 




gagcggataa 


caatttcaca cagg 




^ ^ ^ . • 






<21.1> 


36 




<212> 


DNA 




<213> 


Artificial Seq-uence 




<220> 






<22r.> 


Capture probe subunit 




<400> 


54 




ggtcctatcc 


ggtattagat ttctagggtt accata 


36 


<210> 


55 




<211> 


49 




<212> 


DNA 




<213> 


Artificial Sequence 





SEQ 17/46 



<220> 
<22Z> 



Reporter probe subunit 



<400> 55 

gtagcctagc tacccctagg tctagttt.ac cacaagacat gcatcccgt 49 

<210> 56 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 



< 2 2 3 > Cap'tur e— subun-i-t- 



<400> 56 

tatggtaacc ctag 14 

<210> 57 

<211> 57 

<212> DNA 

<2l;> Artificial sequence 
<220> 

'<22J> PiuxiiLial aubr.iiit - 



<400> 57 

ctagacctag gggtagctag gctacatacg atactagggc ataacatagg 50 
cttacca 57 



<210> 58 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal subunit 



SEQ 18/46 



<400> 58 

gtagcctagc tacccctagg tctagctagt atcgtatggc ataacatagg 50 
cttacca 57 



<210> 59 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Label subunit 



<400> 59 

tggtaagcct atgttatgcc 20 



<210> 60 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<22C> 

<223> Terminator 



<400> 60 

ctagacctag gggtagctag gctac 25 



<210> 61 

<211> 52 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> ABR target oligomers 



SEQ 19/46 



<40C> 61 

ctagcgt6„-:;a cctatttgaa tcccttgaag cctgagattt gtagataggt 50 
ag 52 



<210> 62 

<211> 59 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 15-LO-l target oligomer 

^4"0"0> &2 . . 

ctagcgtaca cctatttcag acaacaggga ggcagcggct tttatttgta 50 
gataggtag 59 



<210> 63 

<211> 60 

<212> DNA 

<2 1 3 > Arti. f icial Seq-o.c-MiCe 
<220> 

<223>- Market oligomer 



<400> 63 

ctagcgtaca cctatttaca gtatgtttta gtgaatgaat agatctttgt 50 
agataggtag 60 



<210> 64 

<211> 62 

<212> DNA 

<213> Artificial 

<220> 

<223> Chromosome 



Sequence 



12 oligomer 



33Q 20/46 



<4C0> 64 

ctagcgtaca cctatttaaa gtgattgaaa tctccaactg gaaactgttt 50 
gtagataggt ag 62 



<210> 65 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reversing linker 



<400> 65 

taggtgtacg ctaggtagat aggtag 26 



<21o> 66 

<211> 25 

<212> DNA 

<213> Artificial Secuence 
<220> 

<223> Overlap oligcmsr 



<400> 66 

ctagttagcc tacgtagata ggtag 25 



<210> 67 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> RED reporter acceptor 



SEO 21/46 



<C00> 67 

gtaggctaac cctatctacg atacgatagg gcctaagagt agcgactacc 50 
tatctac 57 



<210> 68 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green reporter acceptor 

^-4-00> 6-8 . 

gtaggctaac cctatgccta gacctagggg tagctaggct accgactacc 50 
tatctac 57 



<210> 69 

<211> 57 

<212> DNA 

<213> Artificial Se3:jL^^_ice 
<220> 

<223> blue reporter acceptor 



<400> 69 



gtaggctaac cctatcgtag acctagcacg ctacgtacta ggcgactacc 50 
tatctac 57 



<210> 70 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

< 2 2 3 > Terminator 



SEQ 22/46 



<'::no> 70 
atagggttag cctac 



<210> 71 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spacer oligomer A 

<400> 71 



ctactcttag gccctatcgt atcgtag 



<210> 72 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spa.cer oligomer B 

<4C0> 72 
c c aggg t ct cccagtcacg ac ' 



<210> 73 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal spacer oligomer A 



<400> 73 
ctacgatacg atagggccta agagtag 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Distal spacer oligomer B 

<400> 74 
gagcggataa caatttcaca cagg 

<210> 75 

<211> 2^7 ~ 

<212> DNA 

<213> Artificial Sequence 
<220> 

<2 2 3 > Red termina cor 

<400> 75 
ctactcttac- gccccatcgt atcgtag 

<210> 76 

<211:> ~27 • . 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spacer oligomer A 

<400> 76 
gtagcctagc tacccctagg tctaggc 

<210> 77 

<211> 22 

<212> DNA 



SSQ 24/46 



<'Zl3> Artificial Seqxience 
<220> 

<223> Proximal spacer oligomer B 

<400> 77 
ccagggtttt cccagtcacg ac 

<210> 78 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal spacer oligom.er A 

<400> 78 
gcctagacct aggggtagct aggctac 

<210> 79 

<211> 24 

<212> DNA 

<213> Artificial Sequer:.C3 
<220> 

<223> Distal spacer oligomer B 

<400> 79 
gagcggataa caatttcaca cagg 

<210> 80 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



SEQ 25/46 



<223> Green tenninato.i* 

<400> 80 
gtagcctagc tacccctagg tctaggc 

<210> 81 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proxilnarl~spa'cer-olrigorne-r— A- 

<400> 81 
cctagtacgt agcgtgctag gtctacg 

<210> 82 

<211> 22 

<212> DNA 

<213> Artificial Seq-aence 
<220> 

<2"2T> PJioxiiiial spacer oligomer B 

<400> 82 
ccagggtttt cccagtcacg ac 

<210> 83 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal spacer oligomer A 



SEQ 26/46 



cgtagaccLa gcacgctacg tactagg 

<210> 84 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal spacer oligomer B 

<400> 84 
gagcggataa caatttcaca cagg 

<210> 85 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Blue terminator 

<400> 85 
cctagtacgt agcgtgccag gt-cLacg 

<210> 86 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spacer oligomer A 

<400> 86 
ctactcttag gccctatcgt atcgtag 



SEQ 27/46 



<210> 87 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spacer oligomer B 

<400> 87 
ccagggtttt cccagtcacg ac 

<210> 88 

^2ri"> 27 ~ — • ■ 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Distal spacer oligomer A 

<400> 88 
gcctagacC'- aggggtagct aggctac 

<210> 89 

<21. > ^ _ 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Distal spacer oligomer B 

<400> 89 
gagcggataa caatttcaca cagg 

<210> 90 
<211> 27 
<212> DNA 



SEQ 28/46 



<213> Artificicil Sequence 
<220> 

<223> Proximal spacer oligomer A 

<400> 90 
gtagcctagc tacccctagg tctaggc 

<210> 91 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spacer oligomer B 

<400> 91 
ccagggtttt cccagtcacg ac 

<210> 92 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Distal spacer oligomer A 

<400> 92 
ctacgatacg atagggccta agagtag 

<210> 93 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



SEQ 29/46 



<220> 

<223> Distal spacer cligomer B 

<400> 93 
gagcggataa caatttcaca cagg 

<210> 94 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223'^ ^Proximai— spaeer^o-14gomer_A. 

<400> 94 
ctactcttag gccctatcgt atcgtag 

<210> 95 
<211> 22 
<212> DNA 

<213> Artificial :Siiquence 

<220> 

<^223> ■p-r^^niT^'' rp^*^^^ ^li gome-r H 



<400> 95 
ccr?.gggtttt cccagtcacg ac 

<210> 96 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Double distal spacer oligomer A 



SEQ 30/46 



<400> 96 
gcctagacct aggggtagct aggctao 



27 



<210> 97 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Double distal spacer oligomer B 

<400> 97 



gcctagacct aggggtagct aggctac 27" 

<210> 98 

<211> • 24 

<212> DNA 

<213> Artificial Sequence 

<22Q> 

<22.y> Double distal spacer oligomer C 

<40G> 98 



gagcggataa caatttcaca cagg 24- 

<210> 99 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spacer oligomer A 

<400> 99 

gtagcctagc tacccctagg tctaggc 27 



3EQ 31/46 



<210> 100 

<21i> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Proximal spacer oligomer B 

<400> 100 

ccagggtttt cccagtcacg ac 

<210> 101 

<2TX^ 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Double distal spacer oligomer A 

<400> 101 

ctacgatacg atagggccta agagtag 

<210> 102 

^11> 3^7— 

<212> DNA ^ 

<213> Artificial Sequence 

<220> 

<223> Double distal spacer oligomer B 

<400> 102 

ctacgatacg atagggccta agagtag 

<210> 103 

<211> 24 

<212> DNA 



SEQ 32/46 



<213> Artificial Seqi-ience 
<220> 

<223> Double distal spacer oligomer C 

<400> 103 

gagcggataa caatttcaca cagg 

<210> 104 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> One to four multi-linker A 

<400> 104 

ctactcttag c,'ccctatcgt atcgtag 

<210> 105 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> One to four multi-linker B 

<400> 105 

gtaatagcgt ac 

<210> 106 

<211> 12 

<212> DNA 

<213> Artificial Sequence 



SEQ 33/45 



<223> One to four rav'lti- linker C 

<400> 106 
gtaatagcgt ac 

<210> 107 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

' <'2'2'3> On~e~tt)~f*our-mui't-i--i-i-nker^D- 

<400> 107 
gtaatagcgt ac 

<210> 108 

<211> 12 

<212> :ONA 

<213> Artificial Ses^xience 

<220> 

<n7^ One — be four niulti-linker E 

<400> 108 
gtaatagcgt ac 

<210> 109 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> One to two multi-linker A 



SEQ 34/46 



<40C> 109 
gcctagacct aggggtagct aggctac 

<210> 110 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> One to two multi-linker B 

<400> 110 
gcctagacct aggggtagct aggctac ~ 

<210> 111 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> One to tv/o multi- linker C 

<4G0-> 111 
gtacgctatt ac 

<210> 112 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Red set first linker A 

<400> 112 



ctactcttag gccctatcgt atcgtag 



SEQ 35/46 



<210> 
<211> 
<212> 




113 

12 

DNA 

.n-L L- _L J L _L d J_ Ovi;^^LJ.tC-i <3 




<220> 
<223> 




Red set first linker B 




<400> 




113 




gtaatagcgt 


ac 




12 


^ ^ _L W ^ 




114 




<211> 
<212> 

<.Z X J 




12 ■ ' 

DNA 

r^X L- J_ JL X -L dJ- OtiLiU-tiXiv^ 


. 


<220> 
<223> 




Red set. four linker C 




<400> 




114 




gtaatagcgt 


ac 




12 


^ ^ X \J ^ 




IIS 




<211> 
<212> 

<Z X J > 




12 

DNA 

U X J- J. O XdX OcrV^LlcIICc^ 




<220> 
<223> 




Red set four linker D 




<400> 




115 




gtaatagcgt 


ac 




12 


<210> 
<211> 
<212> 




116 

12 

DNA 





SEQ 36/46 



<213> 



Artificial Sequence 



<220> 



<223> 




Red set four linker E 




<400> 




116 




gtaatagcgt 


ac 




12 


^ Zj _L V_/ 

<211> 
<212> 
<213> 




12 
DNA 

Artificial Sequence 




<220> 
<223> 




Red set second linker A 




<400> 




117 




ctaggtagct 


ag 




12 


<211> 
<212> 
<213> 




1 1 R 

J- J- o 

12 
DNA 

Artificial Sequence 




<220> 
<223> 




Red set second linker B 




<400> 




118 




ctaggtagct 


ag 




12 


<210> 
<211> 
<212> 
<213> 




119 

12 

DNA 

Artificial Sequence 





<220> 



SEQ 37/46 



<223> 



Red set second linker C 



<400> 




119 




ctaggtagct 


ag 




12 


<210> 

<212> 
<213> 




120 
DNA 

Artificial Sequence 




<220> 
<223> 




Red set second linker D 




<400> 




120 




ctaggtagct 


ag 




12 


<210> 
<211> 
<212> 
<213> 




121 

12 

DNA 

Artificial Sequence 




<220> 
<223> 




Red set second linker E 




<400> 




121 




gtacgctatt 


ac 




12 


<210> 
<211> 
<212> 
<213> 




122 

12 

DNA 

Artificial Sequence 




<220> 
<223> 




Red set third linker A 
SEQ 38/46 





<400> 122 
ctagctacct ag 

<210> 123 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Red set third linker B 

<400> 123 
gtacgtaact ag 

<210> 124 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Red set third linker C 

<400> 124 
gtacgtaact ag 

<210> 125 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Red set third linker D 

<400> 125 
gtacgtaact ag 



SEQ 39/46 



<210> 126 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Red set third linker E 

<400> 126 
gtacgtaact ag 

<210> 127 

<211> 12 " ' ■ 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Red set oligo-TAG 

<400> 127 
ctagttacgt ac 

<21Q> 128 

<211> 27 — 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green set first linker A 

<400> 128 
gcctagacct aggggtagct aggctac 

<210> 129 

<211> 12 

<212> DNA 



SEQ 40/46 



<213> 



Artificial Sequence 



<220> 
<223> 



Green set first linker B 



<400> 
ctacctatct ac 



129 



12 



<210> 130 

<211> 12 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Green set first linker C 



<400> 
ctacctatct ac 



130 



12 



<210> 131 

<211> 12 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Green set first linker D 

<400> 131 

ctacctatct ac 12 



<210> 132 

<211> 12 

<212> DNA 

<213> Artificial Sequence 



SEQ 41/46 



<220> 

<223> Green set first linker E 

<400> 132 
ctacctatct ac 

<210> 133 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<22 Q> 

<223> Green set secondr~Ti"nker A 

<400> 133 
ctaggtagct ag 

<210> 134 

<211> 12 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Green set secona xliikeji B- 

<400> 134 
ctaggtagct ag 

<210> 135 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green set second linker C 



SEQ 42/46 



<400> 135 
ctaggtagct ag 

<210> 136 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green set second linker D 

<4Q0> 13 6 

ctaggtagct ag 

<210> 137 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green set second linker E 

<400> 137 
gtacgctatt ac 

<210> 138 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green set third linker A 

<400> 138 
ctagctacct ag 



SEQ 43/46 



<210> 139 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green set third linker B 

<400> 139 
ctatctagta eg 

<210> 140 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Green set third linker C 

<400> 140 
ctatctagta eg 

<210> 141 

<211> 12~ 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Green set third linker D 

<400> 141 
ctatctagta eg 

<210> 142 

<211> 12 

<212> DNA 



SEQ 44/46 



<213> 



Artificial Sequence 



<220> 

<223> Green set third linker E 

<400> 142 

ctatctagta eg 12 



<210> 143 
<211> 71 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Sense target oligomer 

<400> 143 

ctacgatacg ataggggtaa gagtagtttc agacaacagg gaggcagcgg 50 
cttttatttg tagataggta g 71 

<210> 144 
<211> 41 



<212> DNA 



<213> Artificial Sequence 

<220> 

<223> Sense overlap oligomer 



<400> 144 

ctacgatacg ataggggtaa gagtagtttc tacctatcta c 41 



<210> 145 

<211> 72 

<212> DNA 

<213> Artificial Sequence 



SEQ 45/46 



<220> 

<223> Anti- sense target oligomer 



<400> 145 

gcctagacct aggggtagct aggctacttt taaaagccgc tgcctccctg 50 
ttgtctgttt gtagataggt ag 72 



<210> 146 

<211> 42 

<212> DNA 

<213> Artificial Sequence 



^2'2W 



<223> Anti-sense overlap oligomer 

<400> 146 

gcctagacct aggggtagct aggctacttt ctacctatct ac 42 



<210> 147 

<211> 12 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence: Green s 

oligo-TAG 

<400> 147 

cgtactagat ag 12 



SEQ 46/46 



